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One of the most common cucumber (Cucumis sativus L.) diseases is angular leaf spot (ALS) caused by
Pseudomonas syringae pv. lachrymans. Increased occurrence of this disease in cucumber open-field
production has been observed over the last years. ALS symptoms may vary depending on the bacteria
virulence, cucumber cultivar, and environmental conditions. The aim of this study was to construct
advanced cucumber genetic map to map psl gene and quantitative trait loci (QTL) controlling ALS
severity. RILs mapping population was developed from a narrow cross of cucumber line Gy14 carrying
psl resistance gene and susceptible line B10. Parental lines and RILs were tested under growth chamber
conditions for ALS symptoms. Genetic map was constructed based on SSR and DArTseq genome-wide
genotyping. The psl gene was mapped on cucumber chromosome 5. To identify QTL for ALS resistance
several approaches were tested and multiple-QTL model was used. Two QTL related to ALS severity
were identified also on chromosome 5. Moreover, psl gene was placed within major QTL psl5.1.
Constructed map could be useful in cucumber breeding programs and provides new insights into the
angular leaf spot resistance in cucumber.
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